Ion Conduction in Cyclic Nucleotide-gated Ion Channel
Deciphering Ion Permeation, Selectivity and Gating Mechanism in CNGA1 Channel
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Figure 1: Structures of human CNGA1 channel. (A) Structure of cGMP-bound CNGA1 within membrane. (B) The ion conduction
pore of the apo/closed (left, PDB ID: 7LFT) and cGMP-bound/open (right, PDB ID: 7LFW) CNGA1. The front and rear subunits are
removed for clarity. Key gating and filter residues are shown as sticks.
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